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Abstract 

 

Bayer Healthcare is currently in a process of changing from gene expression analysis with 

microarrays to RNA sequencing. With NGS came a number of novel challenges related to 

high performance computing, data storage, and algorithms which require new ways of thin-

king and new types of solutions. For pharma, this also includes legal aspects, because we 

work with patient data. I will describe the challenges we have to face when introducing new 

technologies such as NGS or HPC in a pharma context. I will also talk about the decisions 

and experiences we have made on our way so far. 
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